Intermarker linkage disequilibrium (LD), calculated from the ISHDSF sample, across the 5 0 region of the NRG1 gene associated with high risk for schizophrenia in families from several populations of mixed European, particularly Celtic origin. Color-coded D 0 values between each pair of markers have been plotted using the graphical display of the GOLD program, at the Cartesian coordinates that correspond to the actual physical positions of the markers. GOLD reveals two distinct regions of relatively modest LD encompassing the three SNPs at the distal and the four microsatellites at the proximal end of this single 'at-risk' haplotype. For more information on this topic, please see the article by Thiselton et al. on pp 777-783.
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